BEXEWH AR /Beyotime Biotechnology
ITE#R4%: 400-1683301800-8283301
iT#%e-mail: order@beyotime.com
BEARZM: info@beyotime.com
ME: http://www.beyotime.com

\Qn%%k

“s1" Beyotime

Human ATXN7 qPCR Primer Pair
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QH22253S Human ATXN7 gPCR Primer Pair 200X
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» Human ATXN7 qPCR Primer Pair, BIAATXN7 qPCR5I%*%, EZHTHTSYBR GreenffJqgPCR, One-Step qRT-PCREX

>

semi-quantitative PCR, A5 [¥IATSERIH. SidqPCREIE, FRAFIYIX,
gPCR (Quantitative PCR)BIE&PCR, WFRELH %% E B PCRE LM & EPCR (Real-time quantitative PCR). SZHfPCR
(Real-time PCR), /E—F{EDNAY R MIEFEF, PATOLEBNEF DI RATE RN (PCREREF=YEEN L, qPCRE
FRIFRN T2 SYBR GreenZ i WY RHEMIREH %, SYBR GreenZEud kLM AH AL, IER R AIDNALE &Yk
SYBR Green&s AR PCRISFZEHFIRIPCRY /=) ; MitRET1%(Probe method), WHE#SHFATagManiRErE, MERDE LS
L, TR IR AR K EE A (Quencher) ARIC I DNATREHT M UE IS PCRAGIIY B AR 41 (1,2]0

XTSYBR GreenHGuklE, FIMEXREL, REFSIVW-HRABARIFENGIEHERE, M TSR, R4
f, V8RR, S _RIATERL LRI, qPCREGEREE; RRF5IN—MBAERESMNE T (Span exon junctions), & 1%
ERNHDNA (gDNA)WY[3,4]; RRFINGIWr=RIEEEE, JUFEE TITE ARVNIER; 51N TMEL60°C, K24
I =Y (Amplicon) UK EZ190-160bp, IR = KRIETRALE A& ME 5@ G Y2 & (Primer Panel/Primer Array),

AP EATIRGE TR, S8 & ER519% (Forward primer, AR _EH7519)f & A51% (Reverse primer, thFR RilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEMMA400pfBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
R2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name ataxin 7
Gene Symbol ATXN7
Synonyms SCA7; OPCA3; SGF73; ADCAII
Organism Human
Gene ID 6314
UniProt ID 015265

Main Accession No. NM_000333

NM_000333, NM_001128149, NM_001177387, NM_000333.1, NM_000333.2,
Other Accession No. | NM_000333.3, NM_001128149.1, NM_001128149.2, NM_001177387.1, BC166666,
BI1494079, BP220889, NM_000333.4

Map Location 3pl4.l

Pathway -
The autosomal dominant cerebellar ataxias (ADCA) are a heterogeneous group of
neurodegenerative disorders characterized by progressive degeneration of the
cerebellum, brain stem and spinal cord. Clinically, ADCA has been divided into three
groups: ADCA types I-III. ADCAI is genetically heterogeneous, with five genetic loci,
designated spinocerebellar ataxia (SCA) 1, 2, 3, 4 and 6, being assigned to five different
chromosomes. ADCAII, which always presents with retinal degeneration (SCA7), and
ADCAIII often referred to as the pure cerebellar syndrome (SCAS5), are most likely
homogeneous disorders. Several SCA genes have been cloned and shown to contain
CAG repeats in their coding regions. ADCA is caused by the expansion of the CAG
repeats, producing an elongated polyglutamine tract in the corresponding protein. The
expanded repeats are variable in size and unstable, usually increasing in size when
transmitted to successive generations. This locus has been mapped to chromosome 3,
and it has been determined that the diseased allele associated with spinocerebellar
ataxia-7 contains 37-306 CAG repeats (near the N-terminus), compared to 4-35 in the
normal allele. The encoded protein is a component of the SPT3/TAF9/GCNS5
acetyltransferase (STAGA) and TBP-free TAF-containing (TFTC) chromatin remodeling

Gene Summary




complexes, and it thus plays a role in transcriptional regulation. Alternative splicing
results in multiple transcript variants. [provided by RefSeq, Jul 2016]
Amplicon Information
Amplicon Length (bp) | 118
NCBI mRNA ID NM_000333.4
NCBI Protein ID NP_000324.1
Ensembl Transcript ID | ENST00000295900.10
Ensembl Gene ID ENSG00000163635.20
Ensembl mRNA ID ATXN7-201
Pt
L] 7 iR (2B
QH22253S Human ATXN7 qPCR Primer Pair 1nmol each
— iR 163
RIFFM:
-20°CHR 7, BEEIRIEHHTIES 7048, 00 52 IRRl,
ARSI
> PCRY MWy ] e K B R 5 5 e AR 2 MT P N B & =
> BRIV AR SRR L, (AU BOEITIARIZ (Melt curve) s34t DARRES 8 SN AR St QR — e fgih

L O L AR KGR FE RTAEEDNA I TmAE), BERA A —Mep —=1); W SUEdihZe IR, Zlgai g, mIRe2s |9

TRREARR R, FAERERHDNAG B, W RIS R, BB EAR S BREIN I (No template control, NTC),

RIS AR 28 L S BRARAR AN B I AH 77, ARAEAE S FLANTC RO B LA Rt £en 22 5, TR S AL S V) —RIKs e

AR e 3,

> ERNARRFEY W in s, TG 2% qPCR Mix,

> APEERURT LA RIREA AR, MIATIRRZEEI0T, MEHTRMEE N, MIFRT EEEEN,
> N TIERI AR, EELRIRIEE— R FERLE,

fERAE!

1. PCRIRMIAZRIBEHE :

a. JFEAFMHET, 3000-8000 X gB.017r#h, DARHF &IN5 1M TR EUR . FEIMA400ulBAlK, Jemlf & FIEIRS Bk, &
JE B OHLPE L LR, I35 G ERBWATIES, BI1§400ul 2.5uM eachfyPrimer Mix, #B4li/KifEF{# F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEHIESIPCRIR M T & #IIA . SYBR Green qPCR Mix#R5EEmlfEHIES G E Tk L8ivk&a W, #HEEHH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii5%#%) (D7501/D7503/D7507)8kBeyoFast™ SYBR Green One-Step
gRT-PCR Kit (P55 %) (D7509).

c. ZETRERRNVKIA LIREPCRRMNMIAR, PAI6FLIAIBeyoFast™ SYBR Green qPCR Mix (2X) 4,

Reagent Volume for One PCR Reaction
SYBR Green qPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul
1 EELIYRIZIKREDY0.2-0.5uM eachi AT ER1S REFAVRSTIRCR, AT MRS 1E0.1-1.0uM eachyEE NIHEE 5| PRI
WEE,
12: JEHDNABRIEAL-10ng cDNAKNZSHE R &, FARYIFEIEN DS A R HEEREPE UEBORFE, a8, "Ik
TR F BB R T R R, DARE B ERBARMEFA &, RT-PCRIRMASFIFICDNABERZ/E BRI, HiRmE s
PCRI NS ARI10%,
1131 96U RV AAZR N20u], AT DURIESCRRSEIR TR K, 12 LB Reiga/ N BAR 2,
W4 U0 E AR BRME X IR,

d. HBHRSREVETIR S S2 M VortexiRs, EiRE.OEFD, EMAMRTER, H#H#HBeyoFuge™ iR LR E L HL
(FE X, 2500rpm) (E6758) 3 THIHBIL,

e. KEEFHPCRRMEPCRIMRE TRNERPCRIN |, FiaEEPCRK M,
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2. PCRIXMFEF:
fEReal-time PCRZM AT TRV E, W8 RH95°C 2538, & em GORBMRIE Y E K /] ZE5-1070 h, AFE 72 A
ABI QuantStudio™ 6 FlextE EPCR{U A :
WA 95°C 253041
25 95°C 15F);
1B /A 60°C 15-307);
HESEDNS R, SIH40MEIE;
YEFRHIZ ST (FT3%) - 95°C 158D, 60°C 158D, 95°C 15%);
f. (HEAZOEE JRPCRIGR BRI 73 AT R
i LB EMPCRIRNRSE, XHESH, LR EENR, 5IMENEARNES, FRESER. 5%, BRR
BRI RO E AR R NS5, HARIE LB OSSN MR R, EIR AT TEQPCR, WNHRA =25 15qPCR, HFRAEIR K /HE(H
JEM—#72°C 308>, BE/GEE A D, cRIGMANX —HEIL40MEIRRTAT,

BEHR:

© a0 T

1. Marilynn R Fairfax, Hossein Salimnia. Molecular Diagnostics. 2010. Pages 3-14.

2. Cao H, Shockey JM. J Agric Food Chem. 2012. 60(50):12296-303.

3. Thornton B, Basu C. Methods Mol Biol. 2015. 1275:173-9.

4. Bustin SA, Mueller R, Nolan T. Methods Mol Biol. 2020. 2065:5-22.

5. Kozera B, Rapacz M. J Appl Genet. 2013. 54(4):391-406.

6. da Conceicdo Braga L, Gongalves BOP, Coelho PL, et al. Acta Histochem. 2022. 124(1):151821.

7. Laurell H, Iacovoni JS, Abot A, Svec D, Maoret JJ, et al. Nucleic Acids Res. 2012. 40(7):e51.

GBS

1. AAZ5194:
e S 7 AR %
QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000¢%
QHO00009 Human GAPDH qPCR Primer Pair 200/1000/5000¢X
QH00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢X
QHO00021 Human HMBS qPCR Primer Pair 200/1000¢X
QH00025 Human HPRT1 gqPCR Primer Pair 200/1000¢%
QH00029 Human HSP90AA1 qPCR Primer Pair 200/1000¢%
QHO00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QH00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢X
QHO00045 Human PGK1 qPCR Primer Pair 200/1000¢X
QH00049 Human PPIA qPCR Primer Pair 200/1000¢%
QHO00053 Human RPL30 qPCR Primer Pair 200/1000¢%
QHO00057 Human RPLP0 qPCR Primer Pair 200/1000/5000¢X
QH00061 Human RPLP1 gPCR Primer Pair 200/1000X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢X
QHO00069 Human TBP gqPCR Primer Pair 200/1000¢X
QH00073 Human TFRC qPCR Primer Pair 200/1000¢%
QHO00077 Human YWHAZ gqPCR Primer Pair 200/1000¢%
QH00081 Human PPIH qPCR Primer Pair 200/1000¢X
QH00085 Human RPL13A gPCR Primer Pair 200/1000X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢%
QHO00093 Human RNA18S5 qPCR Primer Pair 200/1000¢X

1 @ HGAPDH, RPLPO, ACTB. TUBBFMIB2MfENNZ, HIMRX=FLEMELRFTFR, 7JUAZIAEHHPRT1
RNA18SSTEANS, NIKFHREAISLIRMER, iR [Py al i [5-6].
2. /NERAZ5IPI

7 iR S et (25
QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢%
QM00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
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QMO00010 Mouse B2m qPCR Primer Pair 200/1000¢%
QM00014 Mouse Gapdh gqPCR Primer Pair 200/1000/5000¢X
QMO00018 Mouse Hck qPCR Primer Pair 200/1000/X
QMO00022 Mouse Hmbs qPCR Primer Pair 200/1000/X
QM00026 Mouse Hprt qPCR Primer Pair 200/1000¢X
QMO00030 Mouse Hsp90abl qPCR Primer Pair 200/1000¢%
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢%
QM00038 Mouse Ldha qPCR Primer Pair 200/1000¢X
QMO00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000/X
QM00050 Mouse Rpl30 qPCR Primer Pair 200/1000¢X
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢%
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000¢%
QM00062 Mouse Rpl13a qPCR Primer Pair 200/1000¢X
QMO00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000/X
QM00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl qPCR Primer Pair 200/1000¢%
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000¢%
QM00086 Mouse Sdha qPCR Primer Pair 200/1000¢X
QMO00090 Mouse Gusb qPCR Primer Pair 200/1000/X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000/X

#: #HEMHEAHGapdh. Rplp0. Actb. TubbMB2mfEANZ, (HMRX=FHITLEH ALK, ATAZIAF HHprt18Rn18s
TERNZ, AIREHRESERRCE, LiRg1Yya] iR EH[5-6],
3. EFDNA (gDNA)5 ¥ (F F gDNA{S GeAa) :

I S FE AR B3
QH00101 Human HGDC Primer Pair 200/1000¢k
QMO00098 Mouse MGDC Primer Pair 200/10007k

i£: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR MixZFE# :

FE RS et 2k
D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500¢X
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, Bhi5 %) 1/5/25ml
D7503 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX, Fji5 §+%!) 1/5/25ml
57507 BeyoFast™ SYBR Green quj) Mix (2X, High ROX, Biji5 4% 1/5/25ml

i
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (Bii542) 100/500¢%
FASAO11-1pc BeyoGold™ &R IE IR IS
FSF002 DOEE B PCRABMRE(ABI 7 4E) 207 /A
FSF035-100pcs BeyoGold™#% Y& fk PCR F SR () 100)7 /(1%
FSF039-20pcs BeyoGold™# e & PCRA SR IR (FE B, i M15745) 20/ /3=
FSF039-100pcs BeyoGold™»é e & PCRA BRI (B, #1177 4E) 100 /604
FTUB325-1box BeyoGold™ qPCR/\BHEE (0.2ml, 25, EHH) 1258 /&
FTUB325-10bxs BeyoGold™ qPCR/\HFE (0.2ml, V=%, &) 125HF/5&, 108 /4
FTUB333 POEE BPCRAIGILIR(ABLFE) 2057 /0%
FTUB384 FOEE FPCRAI384fLAR (ABI ) %5) 2057 /Hu%
FTUB335-1box BeyoGold™ZE &PCRAI6FLAR(0.2ml, JotEid, #EHH) 101N/8
FTUB335-5bxs BeyoGold™# )& & PCRAI96FLAR (0.2ml, FotRiz, iBEHH) 104N/&, SE/F
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FTUB337-1box BeyoGold™Ze e B PCRAI6FLIR(0.2ml, 4712, EHH) 100Y/&
FTUB337-5bxs BeyoGold™Z . E & PCRAII6FLAR(0.2ml, 4814, 1#EHA) 101N/8&, S&/4
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